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1 09:30-10:20 =

10:20-10:30 7H3|At

S1 Omics in Cancer and Metabolism

- 10:30-11:00 Multi-omics analysis in CTC-based liquid biopsy i | BNl

Exploring Metabolite Regulation of Human Physiology and Pathology
Using State-of-the-Art Metabolomic Techniques

Al-based Cell Free Transcriptome Analysis to Maximize Disease
Specification

12:30-13:30
S2 Multiomics Approaches for Precision Medicine: Utilizing Proteomics to Address Medical Unmet Needs in Cancer
13:30-14:00 Cancer Proteogenomics in Translational Research HESHY | = QMMIE]

Single cell RNAseq analysis for defining T cell heterogeneity in tumor
microenvironment

15:30-15:45
S3 Al and Large Dataset Based Research Approaches to Overcome Diseases

15:45-16:15 Understanding tumor microenvrionment complexity using Al and spatial
' "7 transcriptomics

17:15-17:45 Large Foundation Model-Driven Innovation in Oncology Hraks | AAMICHSE
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